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Abstract | To initiate effective treatment and to prevent fatal complication, diagnosis of human trichinellosis at an ear-
ly stage is essential. Polymerase chain reaction (PCR) can be applied for early diagnosis of infection through amplifica-
tion of Trichinella spiralis migratory larval DNA or their products from blood of infected mice. We evaluated the use of
two PCR procedures for the detection of larval DNA from 7. spiralis. Blood and plasma samples were collected from
mice infected with 200 larvae of 7. spiralis on days 4, 6, 14, 17 and 22 post infection (pi). PCR procedure with DNA
extraction and direct PCR without DNA extraction were applied to amplify the target gene fragment (mitochondrial
ATP6 synthase FO subunit). PCR procedure with DNA extraction did detect 7. spira/is migratory larval DNA in
blood from days 4, 6, and 14 pi. PCR procedure without DNA extraction failed to amplify 7 spiralis cell free DNA
(ctfDNA) from blood and plasma samples of infected mice. PCR assay with DNA extraction using ATP6 primers is
a valuable procedure to detect 7 spiralis migratory larval DNA in the blood of infected mice as early as day 4 and up
to day 14 pi. Further validation of such assays on clinical samples would propose a promising diagnostic tool for the
timely diagnosis of human trichinellosis.
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INTRODUCTION

Trichinellosis is an important food-borne zoonotic dis-
ease worldwide (Wang et al., 2013). It carries public
health risks and has an economic impact in porcine animal
production and thus on food safety (Tang et al., 2015). It
is caused by ingesting raw or poorly cooked meat contain-
ing larvae of the genus 7. spiralis which is considered as
the most pathogenic and cosmopolitan species that causes
human trichinellosis (Tantrawatpan et al., 2013; Cui et al.,
2015; Attia et al., 2015). In Egypt, T spiralis is present in
fresh and processed pork. Outbreak of human trichinello-
sis was documented in French tourists following the con-
sumption of pork meat in 1975 with a prevalence rate of
4.5% in domestic pigs slaughtered at the Cairo Abattoir

during the outbreak. Prevalence rate dropped to 1.7% in
1995-1999. However, risk of infection can still be consid-
ered. High prevalence of 7. spiralis infection (13.3%) has
been detected in rats from Alexandria abattoirs, in stray
dogs, and in domestic pigs (Pozio, 2007; Youssef and Uga,
2014).

Early clinical diagnosis of trichinellosis in man is difficult
because of the varied and untypical symptoms. Its diagno-
sis during early stages of infection is essential to start an
effective treatment and avoid deadly complications (Watt
et al., 2000; Dupouy-Camet et al., 2002; Machnicka et al.,
2001). The techniques that are used (immunoradiometric
assay or monoclonal antibodies sandwich ELISA) are not
applicable for the serological diagnosis of trichinellosis
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and give false-negative results during the early stages of
infection in human and experimentally infected mice (Du-
pouy-Camet et al., 2002; Wang et al., 2007; Li et al., 2010).
Detection of circulating larvae or their products in blood
by PCR is useful for early diagnosis of trichinellosis (Pozio
and Darwin, 2006; Golab et al., 2009; Li et al., 2010). A
major problem with PCR-based diagnostic tests of blood
samples is the false-negative or low-sensitivity reactions
caused by PCR inhibitors despite the advanced DNA pu-
rification methods (Zhang et al., 2010).

The detection of circulating cell-free DNA (cfDNA) in
body tissues or fluids including human plasma has been
recognized for the non-invasive diagnostic purposes of a
diversity of clinical conditions in medicine (Lo and Chiu,
2007; Goessl, 2003) including oncology and prenatal dis-
eases (Chen et al., 1996; Sozzi et al., 2003; Zimmermann
et al., 2007; Chiu and Lo, 2004; Lo and Poon, 2003). In
parasitic diseases, there is a huge turnover of parasites in-
volving replication, maturation, migration, friction during
penetration and death which liberate DNA into the blood.
Using PCR for the early detection of free circulating DNA
(cfDNA) in blood and plasma was assessed in certain para-
sites as Toxoplasma gondii (Weiss et al., 1991), Trypanosoma
cruzi (Kirchhoff et al., 1996) and schistosomiasis (Hussein
et al., 2012; Wichmann et al., 2009).

'The present procedures for the detection of cfDNA apply
DNA extraction and purification which is time-consum-
ing and has many limitations that might shift the DNA
integrity values (Loparev et al., 1991; Clausen et al., 2007;
Huggett et al., 2008; Fong et al., 2009; Fleischhacker et
al., 2011). To overcome this, an approach is used for the
detection of cfDNA directly in plasma or serum without
preceding DNA extraction (Schwarzenbach et al., 2011;
Umetani et al., 2006). We assume that it might be possible
to detect the circulating cell-free DNA (cfDNA) of 7 spi-
ralis migratory larvae in the blood or plasma of experimen-
tally infected mice as well.

The current study aimed to test the use of PCR with and
without DNA extraction for the early detection of 7. spi-
ralis migratory larval ¢fDNA in the blood and plasma of

experimentally infected mice.

MATERIAL AND METHODS

EXPERIMENTAL DESIGN

In the current study, we used a strain of 7. spiralis which was
isolated originally from naturally infected pigs obtained
from El-Bassatine Abattoir, Cairo. It was maintained by
routine serial passages in BALB/c mice at the animal facil-
ity, Faculty of Medicine, Assiut University, Assiut, Egypt.
The mice were infected following the method described

previously (Gamble, 1996). The collection of larvae for

mice infection in this study was done as follows: The in-
tected mice were killed, skinned and eviscerated on day
40 pi. The carcasses were minced and digested for 4 hours
at 43°C in a solution of 0.33% pepsin and 1% HCI. The
whole digest was poured and settled for 30 minutes. About
40mL of the fluid is drained from the fluid into a 50mL
glass centrifuge tube. It was settled for another 10 minutes,
and the upper fluid is aspirated and discarded. The last 10
mL of sediment is poured into a petri dish and examined
for larvae (Gamble et al., 2000). To determine the number
of larvae/ml, we used a micropipette and placed 10 0.05
ml drops on a petri dish and counted the total amount of
larvae with a microscope. The procedure was performed in

duplicate (Goettsch et al., 1994).

A total of sixty pathogen free BALB/c mice (25-30 g) aged
six to eight weeks were purchased from the animal facili-
ty, Faculty of Medicine, Assiut University, Assiut, Egypt,
and maintained under controlled light and temperature
with standard diet and water supplies. Fifty of them were
orally infected with about 200 muscle larvae of 7. spiralis
per mouse while the remaining 10 were kept as the unin-
fected control group. The fifty mice were divided into five
groups (10 mice each). Each group of mice was used in
one of these selected days, i.e. 4, 6, 14, 17, and 22 post
infection (pi). Blood samples of mice of one group were
collected at the five selected days (days 4, 6, 14,17, 22 pi).
About 1 ml of blood was collected from each mouse via
retro-orbital puncture (Franssen et al., 2011) and plasma
was separated by centrifugation at 1500 x g for 10 min. The
collected amount of blood and plasma from each mouse
was divided into 2 halves; half the amount was used for
PCR with DNA extraction while the other half was used
for PCR without DNA extraction. Both blood and plasma
samples were stored at -20°C until used for PCR. Mice of
all groups were sacrificed immediately after the collection

of blood samples on each day.

PoryMERASE CHAIN REAcTION (PCR)

DNA was extracted from 200 pl of whole blood and plas-
ma collected from infected mice using Qiagen mini spin
column according to the manufacturer’s instruction. DNA
was also extracted from isolated muscular larvae and elut-
ed so that DNA equivalent to 5 larvae was re-suspended
in 1 pl DNase free water. Serial dilutions of larval DNA
in DNase free water were prepared to have 10, 5, 1, 1/10,
1/20, 1/50, and 1/100 larval DNA/10 pl. In the meantime
blood from non-infected mice was spiked with larval DNA
to get the same serial dilutions but in blood and plasma.

The following pair of primers, ATP6-F 5'-CA-
CACTAACCAAAGCCAAACCATC-3" and ATP6-R
5'-GGAGTATGTTAGATGTTATTGTGTAGGAG-3’
(Golab et al., 2009), was used to amplify 250 nucleotides
of the ATP6 ATP synthase FO subunit gene (GenelD:
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GU33913). PCR was carried out using Thermo Scientific
Phusion Blood Direct PCR Kit (Cat no. F547S, Thermo
Scientific™) designed to amplify both genomic and extra
genomic target DNA by direct PCR from blood and body
fluids including plasma. It contains Phusion Hot Start II
High-Fidelity DNA Polymerase characterized by high re-
sistance to PCR inhibitors found in blood even with sam-
ples containing 40% whole blood. First, the performance
of the system was examined using the 10 pl of larval DNA
serial dilution; both in DNase-free water and in blood. The
sample volume represented 20% of the total reaction vol-
ume, in which 25 pl of PCR master mix, 1lUM of each
primer, and DNase-free water to final reaction volume of
50 pl. PCR conditions were as follows: denaturation at 95
°C for 10 min, 35 cycles at 95 °C for 30 sec, 55 °C for 30
sec and 72 °C for 1 min, followed by an extra extension
step at 72 °C for 10 min. After validation of the method,
PCR was carried out using 10 pl of blood, plasma, or DNA
extracted from blood and plasma of infected mice. In each
PCR a positive control sample representing DNA equiv-
alent to single larva and a non-template control (NTC)
were included. PCR products were visualized on 1% ethid-
ium bromide stained agarose gel and visualized by Bio-
doc-It gel documentation system.

ETHICS

The experimental animal studies were conducted in ac-
cordance with the international valid guidelines and were
maintained under convenient conditions at the Animal
House, Faculty of Medicine, Assiut University, Egypt.

RESULTS

PCR AMPLIFICATION OF 7. sPIRALIS LARVAE GENE
PCR amplification of the muscle larval DNA correspond-
ing to one larva, 1/10, 5 and 10 larva using the ATP6
primer yielded a 250bp DNA fragment. The same pattern
was obtained when the amplification was carried out from
50 pl of uninfected mouse blood or plasma spiked with the
same amount of larval DNA (Figure 1).

PCR DETECTION OF BLOOD AND PLASMA OF MICE
INFECTED WITH 7. sPIR4LIS LARVAE

PCR amplification of extracted DNA from blood samples
of infected mice yielded 7. spiralis migratory larval DNA
at 250bp fragment only on days 4, 6 and 14 pi (Figure 2A)
while no yield was detected on days 17 and 22 pi. When
the PCR procedure with DNA extraction was performed
on the 10 blood samples from 10 mice of each group on
days 4, 6 and 14 pi, the DNA was amplified from five sam-
ples on each selected day (50% detection rate). Howev-
er, the same PCR procedure did not detect the extracted
larval DNA in plasma samples taken from mice on the
previously mentioned days.

Figure 1: PCR of DNA extracted from 7 spiralis muscular
larvae using ATP6 primer. PCR products were analyzed by
1% agarose gel and stained with ethidium bromide

A) Amplification from one larva, 1/10, 1/20, 1/50, 1/100, 5 larva
and 10 larvae (lanes 1-7 respectively), lane M molecular weight
marker; B) Amplification from the same larval DNA spiked with
50 pl blood of uninfected mouse. PCR products were detected in
lanes 1,2, 6 and 7 at 250bp DNA fragment

The PCR procedure without DNA extraction failed to
amplify cfDNA of 7. spiralis migratory larvae in blood and
plasma of infected mice on any of the selected days, i.c.

days 4, 6,14,17 and 22 pi (Figure 2B).

DISCUSSION

Trichinellosis involves a wide range of symptoms and
its accurate diagnosis in humans is difficult. During ear-
ly Trichinella infection, there is continuous production of
newborn larvae which enter and circulate into the blood
until the expulsion of adult worms from the intestine. Di-
rect microscopic observation of these larvae in the blood is

too laborious (Li et al., 2010).

In this study, PCR after DNA extraction and direct PCR
without DNA extraction of blood and plasma samples were
used to detect 77 spiralis migratory larval DNA in infected
mice on the selected days, i.e. days 4, 6, 14,17, 22 pi. Our
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results showed that PCR after DNA extraction detected
T. spiralis migratory larval DNA from blood samples on
days 4,6,14 pi. This result showed that the PCR proce-
dure with DNA extraction is valuable for early detection
of T spiralis migratory larval DNA from blood samples of
experimentally infected mice. In the current study, PCR
detection of Trichinella DNA in blood and plasma samples
started from day 4 up to day 14 pi, which corresponds to
the period in which larval deposition by adult females be-
gins, and lasts for the next 10-20 days while the new-born
larvae migrate through blood. Consistent with our results,
the PCR procedure detected circulating 7 spiralis larvae in
the blood of mice from day 5 to day 14 pi (Uparanukraw
and Morakote, 1997; Li et al., 2010) and from day 5 until
day 17 pi (Caballero-Garcia and Jimenez-Cardoso, 2001).
However, we detected Trichinella DNA earlier on 4 day pi.
'This difference between the results may be due to the dis-
crepancy in DNA extraction procedures from blood sam-

ples and/or to different parasitic burdens (Li et al., 2010).

250bp

bp

5000
3000
2000
1500,
1000

750

500

300
100

Figure 2: PCR of DNA extracted from 7. spiralis

migratory larvae in mouse blood

(A) and plasma (B) on days 4, 6, 14 pi using ATP6 primers. PCR
products analyzed by 1% agarose gel and stained with ethidium
bromide. Lane M molecular weight marker, lanes 1, 2 and 3
blood samples from days 4, 6 and 14 pi, lane 4 positive control
(DNA extracted from one larva), lane 5 non-template control
(NTC). The amplified DNA fragment was detected at 250bp in
lanes 1,2,3 and 4

'The detection rate of the PCR from blood samples of in-
tected mice was about 50% of the infected mice as 5 of
10 blood samples from 10 mice of each selected day were
positive by PCR on days 4, 6, and 14 pi. The variable results
of the PCR procedure on the same day are perhaps due
to discrepancies in the extraction of blood samples in the
same or different experiments. Also, the efficacy of DNA
extraction could explain the varied results produced from
the blood samples containing small numbers of migratory

larvae (Uparanukraw and Morakote, 1997).

A main problem with PCR-based diagnostic procedures
of blood specimens is the false-negative or reduced-sen-
sitivity reactions produced by PCR inhibitors despite the
advanced DNA purification procedures used. In spite that,
serum and plasma specimens contain fewer PCR inhibi-
tors than whole blood specimens (Zhang et al., 2010), our
results showed that PCR with DNA extraction from plas-
ma samples failed to detect 7 spiralis fDNA on any day
during the whole experiment. This may be due to the fact
that the detection rate of some pathogens in serum and
plasma specimens can be lesser than that from whole blood
specimens as some pathogen fractions are maintained in
the peripheral cells (Watkins-Riedel et al., 2004; Klung-
thong et al., 2007).

'The concept of using circulating cell-free DNA in human
plasma for diagnosis has long been discovered and proven
in oncology and prenatal diseases (Chen et al., 1996; Sozzi
et al., 2003; Zimmermann et al., 2007; Chiu and Lo, 2004;
Lo and Poon, 2003). In parasitic diseases such as schis-
tosomiasis, PCR for detection of cell free DNA in hu-
man plasma might carry the potential of a new laboratory
method for diagnosing any stage of clinical schistosomiasis
(Wichmann et al., 2009). The detection of free circulating
DNA by PCR can be a valued test for the early diagnosis
of prepatent S. mansoni infection in mice (Hussein et al.,
2012). Similarly with other parasites, Toxoplasma gondii
and Trypanosoma cruzi DNA was detected by PCR dur-
ing early infection stages in the experimental animals, thus
permitting the diagnosis of infection earlier than when us-
ing conventional diagnostic procedures such as microscopy

or serology (Weiss et al., 1991; Kirchhoff et al., 1996).

So, our hypothesis was that the detection of cell free 7. spi-
ralis migratory larval DNA in the blood of mice may be-
come a realistic choice to diagnose the early stage of infec-
tion. The current procedures for qualitative cell free DNA
analysis imply DNA purification. Unfortunately, DNA pu-
rification methods have been proven to be time-consum-
ing and susceptible to mistakes or DNA losses (Huggett et
al., 2008; Brojer et al., 2005; Fleischhacker et al., 2011). So,
we reasoned that the direct PCR procedure without DNA
extraction may be more sensitive for the detection of cell

free DNA (cfDNA) from blood or plasma. Yet, the use of
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PCR of blood or plasma without DNA extraction in our
study failed to detect 7" spiralis migratory larval cfDNA on

any day during the whole experiment.

To our knowledge, this is the first attempt to use direct
PCR without DNA extraction for the detection of 7. spi-
ralis migratory larval cfDNA from the blood and plasma
of mice. Unfortunately, this attempt yielded no amplifica-
tion of 7. spiralis larval DNA, which may be due to low
sensitivity of the method used in the study, or to the ab-
sence of parasitical DNA in the examined samples (Golab
et al., 2009). We assumed that one possible explanation is
the need to use more than 20% of the PCR final reaction
volume to increase the amount of DNA in the examined
samples and reliability for its detection, but this is not rec-
ommended as by increasing the blood amount, the PCR
inhibitors in the blood will increase as well and lower the
sensitivity of the procedure.

CONCLUSION

'The results of the current study showed that the PCR tech-
nique using a suitable primer (ATP6) can be useful for the
early detection of 7 spiralis migratory larvae in blood of
experimentally infected mice even from day 4 pi. Therefore,
this technique may be an eftective tool for the early diag-
nosis of trichinellosis in humans as well, especially those in
whom serology (ELISA test) for specific anti-7richinella
antibodies yielded negative results. Unfortunately the use
of the direct PCR procedure for the detection of 7. spiralis
migratory larvae cfDNA from the blood or plasma of mice
without previous DNA extraction showed negative results.
Further trials are needed to implement this procedure with
optimization between the uses of different PCR reaction
volumes and / or increase the amount of the blood used.

ACKNOWLEDGMENTS

Our special acknowledgment to Dr. Ashref Girgis Abd
Elmalak, lecturer of english language, Faulty of Arts, As-
suit University who helped us revising the English version
of this manuscript.

CONFLICT OF INTEREST

'The authors don’t have any conflict of interest to declare
concerning this article.

AUTHORS’ CONTRIBUTIONS

Rasha A.H. Attia, Abeer E. Mahmoud, Ragaa M. Oth-
nman conceived the idea, designed and carried out the
experimental work. Ayat A Sayed performed the PCR

procedure. All authors helped in data analysis, collection

of papers, writing and revising the manuscript before sub-
mission.

REFERENCES

*Attia RAH, Mahmoud AE, Farrag HM, Makboul R, Mohamed
ME, Ibraheim Z (2015). Effect of myrrh and thyme on
Trichinella spiralis enteral and parenteral phases with
inducible nitric oxide expression in mice. Mem Inst Oswaldo
Cruz. 110: 1035-41. http://dx.doi.org/10.1590/0074-
02760150295

*Brojer E, Zupanska B, Guz K, Orzifiska A, Kalifiska A
(2005). Noninvasive determination of fetal RHD status
by examination of cell-free DNA in maternal plasma.
Transfusion. 45: 1473-80. http://dx.doi.org/10.1111/1.1537-
2995.2005.00559.x

*Caballero-Garcia ML, Jimenez-Cardoso E (2001). Early
detection of Trichinella spiralis infection by the polymerase
chain reaction in blood samples of experimentally infected
mice. Parasite. 8(Suppl 2): S5229-31. http://dx.doi.
org/10.1051/parasite/200108s2229

*Chen XQ, Stroun M, Magnenat JL, Nicod LP, Kurt
AM, Lyautey J, Lederrey C, Anker P (1996). Microsatellite
alterations in plasma DNA of small cell lung cancer patients.
Nat. Med. 2: 1033-5. http://dx.doi.org/10.1038/nm0996-
1033

*Chiu RW, Lo YM (2004). Recent developments in fetal DNA
in maternal plasma. Ann. N. Y. Acad. Sci. 1022: 100-4.
http://dx.doi.org/10.1196/annals.1318.016

*Clausen FB, Krog GR, Rieneck K, Dziegiel MH (2007).
Improvement in fetal DNA extraction from maternal
plasma. Evaluation of the NucliSens Magnetic Extraction
system and the QIAamp DSP Virus Kit in comparison with
the QIAamp DNA Blood Mini Kit. Prenat. Diagn. 27(1):
6-10. http://dx.doi.org/10.1002/pd.1605

*Cui J, Wang L, Sun GG, Liu LN, Zhang SB, Liu RD, Zhang
X, Jiang P, Wang ZQ (2015). Characterization of a Trichinella
spiralis 31 kDa protein and its potential application for the
serodiagnosis of trichinellosis. Acta. Trop. 142: 57-63. http://
dx.doi.org/10.1016/j.actatropica.2014.10.017

*Dupouy-Camet J, Kociecka W, Bruschi F, Bolas-Fernandez
F, Pozio E (2002). Opinion on the diagnosis and treatment
of human trichinellosis. Expert Opin. Pharmacother. 3:
1117-30. http://dx.doi.org/10.1517/14656566.3.8.1117

*Fleischhacker M, Schmidt B, Weickmann S, Fersching
DM, Leszinski GS, Siegele B, Stotzer O], Nagel
D, Holdenrieder S (2011). Methods for isolation of cell-free
plasma DNA strongly affect DNA yield. Clin. Chim. Acta.
412: 2085-8. http://dx.doi.org/10.1016/j.cca.2011.07.011

*Fong SL, Zhang]'T, Lim CK, Eu KW, Liu Y (2009). Comparison
of 7 methods for extracting cell-free DNA from serum
samples of colorectal cancer patients. Clin. Chem. 55: 587-9.
http://dx.doi.org/10.1373/clinchem.2008.110122

*Franssen FF, Fonville M, Takumi K, Vallée I, Grasset A,
Koedam MA, Wester PW, Boireau P, van der Giessen JWB
(2011). Antibody response against Trichinella spiralis in
experimentally infected rats is dose dependent. Vet. Res. 42:
113. http://dx.doi.org/10.1186/1297-9716-42-113

*Gamble HR, Bessonov AS, Cuperlovic K, Gajadhar
AA, van Knapen F, Noeckler K, Schenone H, Zhu X
(2000).
Recommendations on methods for the control of Trichinella

International Commission on trichinellosis:

January 2016 | Volume 4 | Issue 1 | Page 13

=SS


http://dx.doi.org/10.1590/0074-02760150295
http://dx.doi.org/10.1590/0074-02760150295
http://dx.doi.org/10.1111/j.1537-2995.2005.00559.x
http://dx.doi.org/10.1111/j.1537-2995.2005.00559.x
http://dx.doi.org/10.1051/parasite/200108s2229
http://dx.doi.org/10.1051/parasite/200108s2229
http://dx.doi.org/10.1038/nm0996-1033
http://dx.doi.org/10.1038/nm0996-1033
http://dx.doi.org/10.1196/annals.1318.016
http://dx.doi.org/10.1002/pd.1605
http://dx.doi.org/10.1016/j.actatropica.2014.10.017
http://dx.doi.org/10.1016/j.actatropica.2014.10.017
http://dx.doi.org/10.1517/14656566.3.8.1117
http://dx.doi.org/10.1016/j.cca.2011.07.011
http://dx.doi.org/10.1373/clinchem.2008.110122
http://dx.doi.org/10.1186/1297-9716-42-113

OPEN@ACCESS

Journal of Infection and Molecular Biology

in domestic and wild animals intended for human
consumption. Vet. Parasitol. 93: 393-408. http://dx.doi.
org/10.1016/50304-4017(00)00354-X

*Gamble HR (1996). Detection of trichinellosis in pigs by
artificial digestion and enzyme immunoassay. J. Food Protec.
59:295-298.

*Goessl C (2003). Diagnostic potential of circulating nucleic
acids for oncology. Expert Rev. Mol. Diagn. 3: 431-442.
http://dx.doi.org/10.1586/14737159.3.4.431

*Golab E, Rozej W, Wnukowska N, Rabczenko D, Masny A
(2009). Detection of Trichinella spiralis DNA in mouse feces
during the early stage of infection. J. Microbiol. Methods.
78:213-5. http://dx.doi.org/10.1016/j.mimet.2009.05.019

*Goettsch W, Garssen ], Deijns A, De Gruijl FR, Van Loveren
H (1994). UV-B exposure impairs resistance to infection by
Trichinella spiralis. Environ. Health Perspect. 102: 298-301.
http://dx.doi.org/10.1289/ehp.94102298

*Gottstein B, Pozio E, Nockler K (2009). Epidemiology,
diagnosis, treatment, and control of trichinellosis. Clin.
Microbiol. Rev. 22: 127-145. http://dx.doi.org/10.1128/
CMR.00026-08

*Huggett JF, Novak T, Garson JA, Green C, Morris-Jones SD,
Miller RF, Zumla A (2008). Differential susceptibility of
PCR reactions to inhibitors: an important and unrecognized
phenomenon. BMC Res. Notes. 28: 70. http://dx.doi.
0rg/10.1186/1756-0500-1-70

*Hussein HM, El-Tonsy MM, Tawfik RA, Ahmed SA
(2012). Experimental study for early diagnosis of
prepatent schistosomiasis mansoni by detection of free
circulating DNA in serum. Parasitol. Res. 111: 475-8. http://
dx.doi.org/10.1007/s00436-012-2822-0

*Kirchhoff LV, Votava JR, Ochs DE, Moser DR (1996).
Comparison of PCR and microscopic methods for detecting
Trypanosoma cruzi.]. Clin. Microbiol. 34: 1171-1175.

*Klungthong C, Gibbons RV, Thaisomboonsuk B, Nisalak A,
Kalayanarooj S, Thirawuth V, Nutkumhang N, Manmen MP
, Jarman RG (2007). Dengue virus detection using whole
blood for reverse transcriptase PCR and virus isolation. J.
Clin. Microbiol. 45: 2480-2485. http://dx.doi.org/10.1128/
JCM.00305-07

*Li F, Wang ZQ, Cui J (2010). Early detection by polymerase
chain reaction of migratory Trichinella spiralis larvae in
blood of experimentally infected mice. Foodborne Pathog.
Dis. 7: 887-92. http://dx.doi.org/10.1089/fpd.2009.0472

*Lo YM, Chiu RW (2007). Prenatal diagnosis: progress through
plasma nucleic acids. Nat. Rev. Genet. 8: 71-77. http://
dx.doi.org/10.1038/nrg1982

*Lo YM, Poon LL (2003). The ins and outs of fetal DNA in
maternal plasma. Lancet. 361: 193-194. http://dx.doi.
0rg/10.1016/50140-6736(03)12319-7

*Loparev VN, Cartas MA, Monken CE, Velpandi A, Srinivasan
A (1991). An efficient and simple method of DNA
extraction from whole blood and cell lines to identify
infectious agents. J. Virol. Methods. 34: 105-112. http://
dx.doi.org/10.1016/0166-0934(91)90126-K

*Machnicka B, Prokopowicz D, Dziemian E, Kolodziej-
Sobociniska M (2001). Detection of Trichinella spiralis
antigens in urine of men and animals. Wiad. Parazytol. 47:
217-25.

*Pozio E, Darwin MK (2006). Systematics and epidemiology
of Trichinella. Adv. Parasitol. 63: 367-439. http://dx.doi.
0rg/10.1016/50065-308X(06)63005-4

*Pozio E (2007). World distribution of Trichinella spp. infections

in animals and humans. Vet. Parasitol. 149: 3-21. http://
dx.doi.org/10.1016/j.vetpar.2007.07.002

*Schwarzenbach H, Hoon DS, Pantel K (2011). Cell-free nucleic
acids as biomarkers in cancer patients. Nat. Rev. Cancer. 11:
426—437. http://dx.doi.org/10.1038/nrc3066

*Sozzi G, Conte D, Leon M, Ciricione R, Roz L, Ratcliffe
C, Roz E, Cirenei N, Bellomi M, Pelosi G, Pierotti MA,
Pastorino U (2003). Quantification of free circulating DNA
as a diagnostic marker in lung cancer. J. Clin. Oncol. 21:
3902-3908. http://dx.doi.org/10.1200/JCO.2003.02.006

*Tang B, Liu M, Wang L, Yu S, Shi H, Boireau P, Cozma V, Wu
X, Liu X (2015). Characterization of a high- frequency gene
encoding a strongly antigenic cystatin-like protein from
Trichinella spiralis at its early invasion stage. Parasit. Vectors.
8: 78. http://dx.doi.org/10.1186/s13071-015-0689-5

*Tantrawatpan C, Intapan PM, Thanchomnang T, Sanpool O,
Janwan P, Boonmars T, Morakote N, Maleewong W (2013).
Early detection of Trichinella spiralis in muscle of infected
mice by real time fluorescence resonance energy transfer
PCR. Vector Borne Zoonotic Dis. 13: 674-81. http://dx.doi.
org/10.1089/vbz.2012.1221

*Umetani N, Kim J, Hiramatsu S, Reber HA, Hines O], Bilchik
AJ, Hoon DS (2006). Increased integrity of free circulating
DNA in sera of patients with colorectal or periampullary
cancer: direct quantitative PCR for ALU repeats. Clin.
Chem. 52: 1062-1069.  http://dx.doi.org/10.1373/
clinchem.2006.068577

*Uparanukraw P, Morakote N (1997). Detection of circulating
Trichinella spiralis larvae by polymerase chain reaction.
Parasitol. Res. 83: 52-6. http://dx.doi.org/10.1007/
5004360050207

*Wang J, Cui ] and Wang ZQ_(2007). Serum IgG levels in the
mice experimentally infected with Trichinella spp. Chin. J.
Pathogen. Biol. 2: 266-268.

*Wang L, Wang ZQ,Hu DD, Cui ] (2013). Proteomic analysis of
Trichinella spiralis muscle larval excretory-secretory proteins
recognized by early infection sera. Biomed. Res. Int. Article
1D. 139745.

*Wiatkins-Riedel T, Ferenci P, Steindl-Munda P, Gschwantler
M, Mueller C, Woegerbauer M (2004). Early prediction of
hepatitis C virus (HCV) infection relapse in nonresponders
to primary interferon therapy by means of HCV RNA
whole-blood analysis. Clin. Infect. Dis. 39: 1754-1760.
http://dx.doi.org/10.1086/425614

*Watt G, Saisorn S, Jongsakul K, Sakolvaree Y, Chaicumpa W
(2000). Blinded, placebo-controlled trial of antiparasitic
drugs for trichinosis myositis. J. Infect. Dis. 182: 371-4.
http://dx.doi.org/10.1086/315645

*Weiss LM, Udem SA, Salgo M, Tanowitz HB, Wittner M
(1991). Sensitive and specific detection of Toxoplasma
DNA in an experimental murine model: Use of Toxoplasma
gondii-specific cDNA and the polymerase chain reaction.
J. Infect. Dis. 163: 180-186. http://dx.doi.org/10.1093/
infdis/163.1.180

*Wichmann D, Panning M, Quack 7T, Kramme
S, Burchard GD, Grevelding C, Drosten C (2009).
Diagnosing  schistosomiasis by detection of cell-
free parasite DNA in human plasma. PLoS Negl. Trop. Dis.
3(4): e422. http://dx.doi.org/10.1371/journal.pntd.0000422

*Youssef Al, Uga S (2014). Review of parasitic zoonosis in Egypt.
Trop. Med. Health. 42(1): 3-14. http://dx.doi.org/10.2149/
tmh.2013-23

*Zhang Z, Kermekchiev MB, Barnes WM (2010). Direct DNA

January 2016 | Volume 4 | Issue 1 | Page 14

=SS


http://dx.doi.org/10.1016/S0304-4017(00)00354-X
http://dx.doi.org/10.1016/S0304-4017(00)00354-X
http://dx.doi.org/10.1586/14737159.3.4.431
http://dx.doi.org/10.1016/j.mimet.2009.05.019
http://dx.doi.org/10.1289/ehp.94102298
http://dx.doi.org/10.1128/CMR.00026-08
http://dx.doi.org/10.1128/CMR.00026-08
http://dx.doi.org/10.1186/1756-0500-1-70
http://dx.doi.org/10.1186/1756-0500-1-70
http://dx.doi.org/10.1007/s00436-012-2822-0
http://dx.doi.org/10.1007/s00436-012-2822-0
http://dx.doi.org/10.1128/JCM.00305-07
http://dx.doi.org/10.1128/JCM.00305-07
http://dx.doi.org/10.1089/fpd.2009.0472
http://dx.doi.org/10.1038/nrg1982
http://dx.doi.org/10.1038/nrg1982
http://dx.doi.org/10.1016/S0140-6736(03)12319-7
http://dx.doi.org/10.1016/S0140-6736(03)12319-7
http://dx.doi.org/10.1016/0166-0934(91)90126-K
http://dx.doi.org/10.1016/0166-0934(91)90126-K
http://dx.doi.org/10.1016/S0065-308X(06)63005-4
http://dx.doi.org/10.1016/S0065-308X(06)63005-4
http://dx.doi.org/10.1016/j.vetpar.2007.07.002
http://dx.doi.org/10.1016/j.vetpar.2007.07.002
http://dx.doi.org/10.1038/nrc3066
http://dx.doi.org/10.1200/JCO.2003.02.006
http://dx.doi.org/10.1186/s13071-015-0689-5
http://dx.doi.org/10.1089/vbz.2012.1221
http://dx.doi.org/10.1089/vbz.2012.1221
http://dx.doi.org/10.1373/clinchem.2006.068577
http://dx.doi.org/10.1373/clinchem.2006.068577
http://dx.doi.org/10.1007/s004360050207
http://dx.doi.org/10.1007/s004360050207
http://dx.doi.org/10.1086/425614
http://dx.doi.org/10.1086/315645
http://dx.doi.org/10.1093/infdis/163.1.180
http://dx.doi.org/10.1093/infdis/163.1.180
http://dx.doi.org/10.1371/journal.pntd.0000422
http://dx.doi.org/10.2149/tmh.2013-23
http://dx.doi.org/10.2149/tmh.2013-23

OPENaACCESS

Journal of Infection and Molecular Biology

Amplification from crude clinical samples using a PCR
enhancer cocktail and novel mutants of taq. J. Mol. Diagnos.
12: 2. http://dx.doi.org/10.2353/jmoldx.2010.090070
*Zimmermann B, Zhong XY, Holzgreve W, Hahn S (2007). Real-
time quantitative polymerase chain reaction measurement of
male fetal DNA in maternal plasma. Methods Mol. Med.
132: 43-4. http://dx.doi.org/10.1007/978-1-59745-298-

4.5

January 2016 | Volume 4 | Issue 1 | Page 15

Es)


http://dx.doi.org/10.2353/jmoldx.2010.090070
http://dx.doi.org/10.1007/978-1-59745-298-4_5
http://dx.doi.org/10.1007/978-1-59745-298-4_5

